
Figure 1a. Functional groups of proteins obtained from lysates of microvesicles produced by the NK-92 natural killer cell line: molecular function (*P < 0.05, **P < 0.005, ***P < 0.001; DAVID 6.8 and REVIGO).



Figure 1b. Functional groups of proteins obtained from lysates of microvesicles produced by the NK-92 natural killer cell line: cellular component (*P < 0.05, **P < 0.005, ***P < 0.001; DAVID 6.8 and REVIGO).



Figure 1c. Functional groups of proteins obtained from lysates of microvesicles produced by the NK-92 natural killer cell line: biological process (*P < 0.05, *P < 0.005, ***P < 0.001; DAVID 6.8 and REVIGO).



Figure 2. Most common clusters of proteins obtained from lysates of microvesicles produced by the NK-92 natural killer cell line: a. Molecular function; b. Cellular component; c. Biological process (percentage of the total number of identified proteins; *P < 0.05, **P < 0.005, ***P < 0.001; DAVID 6.8).


[bookmark: _GoBack]Figure 3. Specific functional groups of proteins obtained from lysates of microvesicles produced by the NK-92 natural killer cell line (P < 0.001; EVpedia).
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